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E-mail address: lukebaton@mailcity.com (L.A. BatoPrevious studies have shown that the central American mosquito vector, Anopheles albimanus, is generally
refractory to oocyst infection with allopatric isolates of the human malaria parasite Plasmodium falcipa-
rum. However, the reasons for the refractoriness of A. albimanus to infection with such isolates of
P. falciparum are unknown. In the current study, we investigated the infectivity of the P. falciparum clone
3D7A to laboratory-reared A. albimanus and another natural vector of humanmalaria, Anopheles stephensi.
Plasmodium falciparum gametocytes grown in vitro were simultaneously fed to both mosquito species
and the progress of malaria infection compared. In 22 independent paired experimental feeds, no mature
oocysts were observed on the midguts of A. albimanus 10 days after bloodfeeding. In contrast, high levels
of oocyst infection were found on the midguts of simultaneously fed A. stephensi. Direct immunoﬂuores-
cence microscopy and light microscopical examination of Giemsa-stained histological sections were used
to identify when the P. falciparum clone 3D7A failed to establish mature oocyst infections in A. albimanus.
Similar densities of macrogametes/zygotes, and immature retort-form and mature ookinetes were found
within the bloodmeals of both mosquito species. However, in A. albimanus, ookinetes were seldom
associated with the peritrophic matrix, and were neither observed in the ectoperitrophic space nor the
midgut epithelium. In contrast, ookinetes were frequently observed in these midgut compartments in
A. stephensi. Additionally, young oocysts were observed on the midguts of A. stephensi but not A. albim-
anus 2 days after bloodfeeding. Vital staining of the immature retort-form and mature ookinetes found
within the luminal bloodmeal, demonstrated that a signiﬁcantly greater proportion of these malaria
parasite stages were non-viable in A. albimanus compared with A. stephensi. Overall, our observations
indicate that ookinetes of the P. falciparum clone 3D7A are destroyed within the bloodmeal of A. albim-
anus and that the midgut lumen, rather than the midgut epithelium, is the site of mosquito refractoriness
in this particular malaria parasite-mosquito vector combination.
 2012 Australian Society for Parasitology Inc. Published by Elsevier Ltd. Open access under CC BY license.1. Introduction
Anopheles albimanus is an important vector of human malaria
throughout central America (Pan American Health Organization,
1996). Accordingly, many previous studies have investigated the
susceptibility of this mosquito species to infection with various
malaria parasite species/strains. In general, these studies have
shown that A. albimanus is markedly more refractory to mature
oocyst infection than other mosquito species that have been inves-
tigated: many malaria parasite species/strains fail to establish
mature oocyst infections in A. albimanus while malaria parasites
to which this mosquito species is susceptible often exhibitInc. Published by Elsevier Ltd. Op
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n).comparatively low levels of mature oocyst infection (e.g.
Hunninen, 1953; Eyles, 1960; Omar, 1968a; Collins et al., 1969,
1999; Bafort, 1971; Collins and Contacos, 1980; Nayar and Young,
1984; Vaughan et al., 1991, 1994a; Grieco et al., 2005; Frischknecht
et al., 2006). With regard to the human malaria parasite species
Plasmodium falciparum and Plasmodium vivax, A. albimanus tends
to be susceptible only to infection with naturally-encountered
(i.e. coindigenous or sympatric) malaria parasite species/strains,
implying a relatively high degree of speciﬁcity in the relationship
between malaria parasites and this mosquito species (Boyd et al.,
1938; Boyd and Jobbins, 1940; Jeffery et al., 1950, 1954; Eyles,
1960; Warren and Collins, 1981; Teklehaimanot et al., 1987;
Vaughan et al., 1994b; Gonzalez-Ceron et al., 1999, 2007; Rodriguez
et al., 2000; Li et al., 2001; Joy et al., 2008). Furthermore, there are
considerable differences in susceptibility to malaria infection
between different strains of A. albimanus, indicating the existence
of complex interactions determining parasite–vector compatibilityen access under CC BY license.
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2000; Grieco et al., 2005). In contrast, other mosquito species
including Anopheles stephensi, an important vector of human ma-
laria in central and southern Asia, exhibit broad and moderately
high susceptibility to infection with various malaria parasite spe-
cies/strains regardless of their geographical origin (e.g. Omar,
1968a; Collins et al., 1969, 1999; Collins and Contacos, 1980; War-
ren and Collins, 1981; Vaughan et al., 1994a; Grieco et al., 2005;
Frischknecht et al., 2006). Although there are exceptions to this
broad pattern, these observations imply that in general some mos-
quito species are inherently more refractory, and others inherently
more susceptible, to malaria parasite infection than other mos-
quito species (Warren and Collins, 1981).
The reasons for the general refractoriness of A. albimanus to oo-
cyst infection with malaria parasites are largely unknown, and
have seldom been investigated in detail, with two notable excep-
tions (Omar, 1968b; Gonzalez-Ceron et al., 2001). Malaria parasites
undergo a complex series of developmental and migratory transi-
tions within the mosquito vector, starting with ingested gameto-
cytes transforming into gametes that fertilise to produce zygotes
within the bloodmeal, which subsequently transform into motile
ookinete stages that migrate from the midgut lumen, across the
midgut epithelium, and eventually develop into sessile oocyst
stages on the basal (outer) surface of the midgut epithelium (re-
viewed in Baton and Ranford-Cartwright, 2005). The failure to suc-
cessfully complete any one (or more) of these developmental and/
or migratory transitions presumably accounts for the relatively low
levels of mature oocyst infection observed in A. albimanus. Previous
studies using a variety of human and non-human malaria parasite
species have observed normal development of mature ookinetes
within the midgut lumen of A. albimanus and have consequently
concluded that the success of the ookinete-to-oocyst transition is
the key determinant of the susceptibility of A. albimanus to malaria
parasite infection (Eyles and Young, 1950; Vaughan et al., 1991,
1994a,b; Chege et al., 1996). Although the precise time at which
ookinetes failed to establish infection in A. albimanuswas not iden-
tiﬁed in these previous studies, the midgut epithelium was pro-
posed to be the site of mosquito resistance to malaria parasite
infection (Vaughan et al., 1994a). However the absence, or low lev-
els, of mature oocyst infection observed in A. albimanus could have
resulted from ookinete destruction prior to or after, rather than
during, invasion of the midgut epithelium. Indeed, there is evi-
dence that the refractoriness of A. albimanus to malaria parasite
infection may result frommultiple mechanisms operating in differ-
ent compartments of the mosquito midgut. For example, Gonzalez-
Ceron et al. (2001) reported loss of P. vivax ookinetes both before
and during ookinete invasion of the midgut epitheliumwith subse-
quent developmental arrest of those malaria parasites that had
survived to become oocysts, while Omar (1968b) reported destruc-
tion of the ookinetes of the non-human primate malaria parasite
Plasmodium cynomolgi bastianelli within the midgut lumen during
the process of bloodmeal digestion.
Previous studies using the P. falciparum isolate NF54 (and vari-
ous unspeciﬁed clones derived therefrom) observed very low levels
of mature oocyst infection in A. albimanus compared with other
susceptible mosquito species (Vaughan et al., 1994b; Chege et al.,
1996; Grieco et al., 2005). However, the reasons for the low level
of mature oocyst infection in A. albimanuswith humanmalaria par-
asites derived from this isolate remain unknown (Chege et al.,
1996; Chege and Beier, 1998). In the current study, we compared
the susceptibility of A. albimanus and A. stephensi to infection with
the P. falciparum clone 3D7A, which was previously derived from
the NF54 isolate by limiting dilution (Walliker et al., 1987). We
found that the P. falciparum clone 3D7A, which is highly infectious
to A. stephensi, was unable to establish mature oocyst infections in
A. albimanus. Using various microscopical techniques, we identiﬁedthe endoperitrophic space of the midgut lumen, rather than the
midgut epithelium, as the site of refractoriness of A. albimanus to
the 3D7A clone of P. falciparum. Our observations and those of oth-
ers (Omar, 1968b; Gonzalez-Ceron et al., 2007) call into question
the general and unexamined assumption that the midgut epithe-
lium is the major barrier to ookinete infection of the mosquito
vector.2. Materials and methods
2.1. Parasites and mosquitoes
The P. falciparum clone 3D7A was cultured in vitro under condi-
tions permissive for the development of mature gametocytes infec-
tive to mosquitoes, as described in detail elsewhere (Ifediba and
Vanderberg, 1981; Ponnudurai et al., 1982; Carter et al., 1993).
The NF54 isolate from which the 3D7A clone is derived (Walliker
et al., 1987) was isolated from a 10 year-old girl in 1979 who lived
near Schiphol airport, Amsterdam, the Netherlands, and who had
never been outside the Netherlands (Delemarre and van der Kaay,
1979; Ponnudurai et al., 1981). As autochthonous transmission of
human malaria was not known to have occurred, this case was as-
sumed to have arisen by the introduction, from an incoming ﬂight
to Schiphol airport, of a P. falciparum-infected mosquito from a ma-
laria endemic region (Delemarre and van der Kaay, 1979). There-
fore, the ultimate geographical origin of the P. falciparum isolate
NF54 is unknown.
Stock colonies of A. albimanus and A. stephensi were maintained
as previously described (Baton and Ranford-Cartwright, 2004). The
A. albimanus Panama strain used originated from a colony estab-
lished at the London School of Hygiene and Tropical Medicine
(LSHTM), United Kingdom, in 1986, which was itself founded from
a colony held at the Centre for Disease Control, Atlanta, Georgia
USA (Patricia Aiyenuro, LSHTM, personal communication). The
A. stephensi SDA-500 strain was obtained from Imperial College,
London, UK, and originates from the Sind strain selected for
susceptibility to P. falciparum infection, with some outcrossing to
the Kasur strain (Feldmann and Ponnudurai, 1989).
2.2. Plasmodium falciparum infection of A. albimanus and A. stephensi
Five to 7 days after emergence from pupae, adult females of
both mosquito species were simultaneously membrane-fed with
uninfected human blood mixed with cultured gametocyte stages
of P. falciparum according to standard procedures (Ponnudurai
et al., 1982; Carter et al., 1993).
2.3. Direct immunoﬂuorescence microscopy
The FITC-conjugated anti-Pfs25 monoclonal antibody (mAb)
32F71 (Vermeulen et al., 1985) was used to monitor and compare
the development of the P. falciparum clone 3D7A within A. albim-
anus and A. stephensi according to previously published protocols
(Robert et al., 1995; Gouagna et al., 1998). Pfs25 is speciﬁcally ex-
pressed on the surface of macrogametes and zygotes approxi-
mately 2–4 h after their formation and throughout the
subsequent stages of malaria parasite development until the
mid/late oocyst stage (Vermeulen et al., 1985; Lensen et al., 1992).
A modiﬁed version of the technique of Chege and Beier (1994)
was used to monitor the development of ‘‘round forms’’ (unferti-
lised macrogametes and zygotes, which are indistinguishable using
this technique), and immature retort-form and mature ookinetes
within the bloodmeal. Dissected midguts were individually
homogenised in 320 ll of PBS and 20 ll of the resulting midgut
homogenate spotted onto Teﬂon-printed microwell glass slides
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ethoxysilane (APES) according to the manufacturer’s instructions
(Sigma, UK). Slides were allowed to air-dry, ﬁxed in ice cold ace-
tone for 2 min, air-dried again and placed into a desiccator for at
least 24 h, before storing at 25 C.
To assay ookinete invasion of the midgut epithelium, parafor-
maldehyde-ﬁxed midgut epithelial sheets were prepared for
immunoﬂuorescence as previously described for rodent malaria
parasites in anopheline mosquitoes (Han et al., 2000).
For immunoﬂuorescent detection of early oocysts on the basal
surface of the midgut epithelium, midguts were dissected between
56 and 62 h post-bloodfeeding (pbf), and whole mounts of unﬁxed
midguts prepared as previously described (Gouagna et al., 1999).
Vital staining of round forms, and immature retort-form and
mature ookinetes was performed by homogenising freshly dis-
sected unﬁxed midguts and then incubating for 30 min at room
temperature in 20 ll of FITC-labelled mAb 32F71 in PBS containing
2.0 mg/ml of propidium iodide (PI) (Sigma) and 0.5 mg/ml Hoechst
33258 (HO) (Sigma). PI is a cell-impermeant ﬂuorescent dye that
stains both RNA and DNA, and is generally excluded from viable
cells but can enter dying/dead cells possessing a compromised
plasmamembrane. In contrast, HO is a cell-permeant, DNA-speciﬁc
ﬂuorescent dye that can penetrate live, viable cells possessing an
intact plasma membrane. The different absorption and emission
spectra of PI and HO enable use of the two dyes in triple staining
experiments, together with the FITC-labelled mAb 32F71, to assess
viability of Pfs25-positive parasite stages: live cells stain only with
HO whilst dying/dead cells stain with both HO and PI.
For the above assays, all samples were mounted under a cover
slip and examined under epiﬂuorescence using a Zeiss Axioskop
light microscope ﬁtted with a 100W mercury-arc lamp and Zeiss
ﬁlter sets 02, 09 and 15.
2.4. Determination of total midgut protein content during bloodmeal
digestion
The total protein content of the homogenised midgut samples
used to monitor malaria parasite development within the blood-
meal (see Section 2.3) was estimated using a bicinchoninic acid
(BCA) protein assay kit, according to the manufacturer’s instruc-
tions (Sigma). The protein content of the midgut samples was
estimated by comparison with a standard curve of known concen-
trations of BSA diluted in PBS. Fifty microlitres of each sample were
added in duplicate to 96-well ﬂat-bottomed assay plates (Sigma).
Two hundred microlitres of BCA working reagent were then added
to each well, the assay plate sealed and incubated at 37 C for
30 min. Plates were subsequently read at a wavelength of
570 nm using an MRX Revelation Plate Reader (Dynex Technolo-
gies, Inc., USA).
2.5. Preparation and examination of histological sections
Preparation of the 2 lm-thick, Giemsa-stained histological
sections from blood-fed mosquito midguts were prepared andTable 1
Summary of the level of Plasmodium falciparum clone 3D7A oocyst infec
bloodfeeding (pbf), observed in 22 independent paired experimental feeds.
Total number of mosquitoes examined
Total number of infected mosquitoes
Total number of oocysts observed
Mean number of mosquitoes examined per experimental feed (range)
Median % prevalence of oocyst infection per experimental feed (range)
Average median intensity of oocyst infection per infected mosquito perexamined as previously described (Baton and Ranford-Cartwright,
2004). Each midgut was completely sectioned and all of the result-
ing histological sections for each midgut were examined using
bright-ﬁeld light microscopy at 400 and 1000 magniﬁcation.
2.6. Statistical analysis
All statistical analyses were performed using XLSTAT version
7.5.2 (Addinsoft, Inc., 1995–2004).
3. Results
3.1. The prevalence and intensity of P. falciparum oocyst infection at
day 10 pbf
Cultured gametocytes of P. falciparum clone 3D7Awere simulta-
neously fed to A. albimanus and A. stephensi in 22 independent
paired experimental feeds (Table 1). Overall, a total of 553 A. albim-
anus were dissected and examined for mature oocysts at day 10
pbf. No oocysts were observed on any of the A. albimanus midguts
examined. In contrast, 512 of the 645 (79.1%) A. stephensi midguts
examined at day 10 pbf were infected with at least one oocyst,
demonstrating the infectivity of the gametocytes fed to A. albim-
anus. Overall, 14,404 oocysts were observed in the A. stephensi
examined, with a median intensity of 18.5 oocysts per infected
midgut. The median prevalence and the median intensity of oocyst
infection at day 10 pbf, per experimental feed, were both highly
signiﬁcantly different between A. albimanus and A. stephensi
(two-tailed Mann–Whitney U test, z0.05, 1.960 = 6.074, P < 0.0001
and z0.05, 1.960 = 6.072, P < 0.0001, respectively) (Table 1).
3.2. Direct immunoﬂuorescence microscopy of malaria parasite
development
Development of P. falciparum clone 3D7A within the bloodmeals
of A. albimanus and A. stephensi was compared in two independent
experimental feeds (Fig. 1). The formation of round forms, imma-
ture retort-form ookinetes and mature ookinetes within the blood-
meal was similar in both mosquito species, with regard to both the
timing and the number of malaria parasite stages formed (Fig. 1).
The density of round forms was highest immediately after blood-
feeding and declined consistently thereafter with increasing time
pbf (Fig. 1A), paralleling the decline in the mean total protein con-
tent per midgut (Fig. 2). The density of retort-form ookinetes was
initially low, rose to a peak at 12 h pbf and then declined
(Fig. 1B), while mature ookinetes were ﬁrst observed at 18 h pbf,
with densities peaking at 24 h pbf before declining thereafter
(Fig. 1C). The peak densities of round forms (6 h pbf), retort-form
ookinetes (12 h pbf) and mature ookinetes (24 h pbf) did not differ
signiﬁcantly between A. albimanus and A. stephensi (t test, P > 0.05
in all instances). However, with increasing time pbf, the density of
the three distinct developmental stages of the malaria parasite
differed signiﬁcantly between the two mosquito species, being
markedly lower in A. albimanus compared with A. stephensi. Intion in Anopheles albimanus and Anopheles stephensi at day 10 post-




25.1 (16–62) 29.3 (16–64)
0.0 (0.0) 84.4 (37.5–100.0)
experimental feed (range) – 18.5 (3.0–80.0)
Fig. 1. Comparison of the densities and kinetics of the three developmental stages (A–C) of Plasmodium falciparum clone 3D7A occurring within the midgut lumens of
Anopheles albimanus and Anopheles stephensi. Values shown are arithmetic means and their associated standard errors. For each mosquito species, midguts from six
individuals were assayed for each time point (h post-bloodfeeding (pbf)). The shaded area indicates time points that differed signiﬁcantly between the two mosquito species
(t test, P < 0.05). The data shown are for one experiment. A second experiment gave similar results, showing the same general pattern of change over time in malaria parasite
densities, although the absolute numbers of malaria parasites were lower (data not shown).
Fig. 2. Comparison of the rate of bloodmeal digestion between Anopheles albimanus
and Anopheles stephensi. Values shown are arithmetic means and their associated
standard errors. The midguts assayed were the same as those presented in Fig. 1, so
that this ﬁgure is directly comparable with the graphs in Fig. 1. The shaded area
indicates time points (h post-bloodfeeding (pbf)) that differed signiﬁcantly between
the two mosquito species (t test, P < 0.05). The second experiment described in the
Fig. 1 legend gave comparable results (data not shown).
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both signiﬁcantly lower within the bloodmeals of A. albimanus
from, respectively, 18 and 30 h pbf onwards (t test, P < 0.05 in all
instances) (Fig. 1B and C). Comparison of the mean total protein
content per midgut with increasing time pbf indicated that blood-
meal digestion occurred more rapidly and was completed sooner in
A. albimanus than A. stephensi (Fig. 2).
In three paired experimental feeds, attempts to identify ookine-
tes between 24 and 32 h pbf in paraformaldehyde-ﬁxed midgut
epithelial sheets (n = 48 for both mosquito species), using the
anti-Pfs25 mAb 32F71, were unsuccessful, despite heavy oocyst
infections at day 10 pbf in the same cohorts of A. stephensi. The
anti-Pfs25 mAb 32F71 used is apparently unable to recognise
paraformaldehyde-ﬁxed ookinetes (data not shown), consistent
with previous reports that the epitope recognised by this mAb is
conformation-dependent (Will Roeffen, Department of Medical
Microbiology, Nijmegen Center for Molecular Life Science, the
Netherlands, personal communication; Fries et al., 1989).
The prevalence and intensity of early oocyst infection in A.
albimanus and A. stephensi were compared in three independentpaired experimental feeds (Table 2, Fig. 3). Overall, a total of 71
A. albimanus were dissected and examined at day 2 pbf for early
oocysts. However, no oocysts were observed on any of the A. albim-
anus midguts examined. In contrast, 56 of the 62 (90.3%) A. step-
hensi midguts examined at day 2 pbf were infected with at least
one oocyst. The prevalence and median intensity of oocyst infec-
tion at day 2 pbf, for each experimental feed, differed signiﬁcantly
between A. albimanus and A. stephensi (Table 2). There was no sig-
niﬁcant difference in either the prevalence or intensity of oocyst
infection at days 2 and 10 pbf within the same cohorts of infected
A. stephensi (two-tailed Fisher’s Exact test, P > 0.660 and two-tailed
Mann–Whitney U test, z0.05, 1.960 > 1.304, P > 0.598, respectively)
implying that all ookinetes which transformed into oocysts sur-
vived to complete sporogony (Table 2, Fig. 3).
3.3. Giemsa-stained histological sections of P. falciparum-infected-
blood-fed midguts
In order to compare ookinete migration from the bloodmeal and
invasion of the midgut epithelium in the two mosquito species,
Giemsa-stained histological sections were prepared from the
midguts of A. albimanus and A. stephensi collected between 24
and 48 h pbf in two independent paired experimental feeds (Table
3). As previously reported, ookinetes were frequently observed
during all stages of migration to, and across, the midgut epithelium
of A. stephensi (Fig. 4C–H, Table 3) (Baton and Ranford-Cartwright,
2004). In contrast, in A. albimanus, ookinetes were only very rarely
observed on the internal bloodmeal (endoperitrophic) side of the
peritrophic matrix (Fig. 4B), and were not observed in either the
ectoperitrophic space or within the midgut epithelium (Table 3).
Furthermore, young oocysts were frequently observed in A. step-
hensi but were never seen in A. albimanus (Fig. 4I, Table 3). When
the number of malaria parasite stages observed in each location
of the midgut histological sections were compared between the
two mosquito species, the difference was highly signiﬁcant
(two-tailed Mann–Whitney U test, z0.05, 1.960 < 2.795, P < 0.005
for all three locations) (Table 3). Consistent with the absence of
malaria parasite infection of the midgut epithelium of A. albimanus,
the pathology of the midgut epithelium associated with ookinete
invasion in A. stephensi (Fig. 4G–I) (Baton and Ranford-Cartwright,
2004) was not observed in A. albimanus.
Examination of the histological sections did reveal two notable
differences between the midguts of A. albimanus and A. stephensi.
First, the progression of bloodmeal digestion differed markedly
Table 2
Comparison of the prevalence and intensity of early and late Plasmodium falciparum clone 3D7A oocyst infection in Anopheles albimanus and Anopheles stephensi.
A. albimanus A. stephensi P valuee
Experiment Time (pbf)a nb Prevalencec Intensityd nb Prevalencec Intensityd
1 2 20 0.0 0.0 20 95.0 21.5 <0.0001
10 24 0.0 0.0 24 95.8 23.5 <0.0001
2 2 27 0.0 0.0 20 95.0 38.5 <0.0001
10 32 0.0 0.0 34 94.1 45.5 <0.0001
3 2 24 0.0 0.0 22 81.8 11.5 <0.0001
10 40 0.0 0.0 40 90.0 16.5 <0.0001
a Time post-bloodfeeding (pbf) in days.
b The number of midguts examined.
c The percentage of midguts examined containing at least one oocyst stage malaria parasite.
d The median number of oocysts per midgut.
e The prevalence and intensity of oocyst infection were compared between the two mosquito species, respectively, using a two-tailed Fisher’s exact test and two-tailed
Mann–Whitney U test (z0.05, 1.960 < 5.397 in all instances). The P values indicated apply to the results of both tests.
Fig. 3. Comparison of the distribution of early and late oocysts of Plasmodium
falciparum clone 3D7A in Anopheles albimanus and Anopheles stephensi. The bar chart
illustrates the distribution of early (day 2 post-bloodfeeding (pbf)) and late (day 10
pbf) oocysts. No oocysts were observed in A. albimanus, while the distribution of
oocysts in A. stephensi was not signiﬁcantly different between days 2 and 10 pbf.
Data shown are those from Experiment 2 summarised in Table 2.
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digestion proceeds inwards from the midgut epithelium towardsTable 3
Comparison of the numbers of different stages of the Plasmodium falciparum clone 3D7A ob
of Anopheles albimanus and Anopheles stephensi in histological sections. Data shown are po
A. albimanus
Time (h pbf) na n Sections examined OOK PM/EPS/MVb OOK MGEc O
24 2 853 1e 0 0
28 3 968 1e 0 0
32 7 1,591 1e 0 0
36 2 601 0 0 0
40 1 302 0 0 0
44 2 460 0 0 0
Overall 17 4,775 3 0 0
a The number of midguts examined.
b OOK PM/EPS/MV = extracellular ookinetes located either within the peritrophic matri
midgut epithelium (MGE).
c OOK MGE = intra- or intercellular ookinetes located within the MGE.
d OOC = extracellular oocysts on the basal surface of the MGE.
e These three ookinetes were located on the internal bloodmeal (endoperitrophic) sidthe midgut lumen and from the posterior to the anterior of the
bloodmeal (our observations and Huff, 1934; Graf et al., 1986). At
equivalent times pbf, the peripheral zone of digested blood was
considerably greater in A. albimanus compared with A. stephensi
and contained an appreciably smaller inner mass of undigested
erythrocytes. This difference in bloodmeal digestion was apparent
at 24 h pbf, when the digested region of the bloodmeal in A. step-
hensi was still predominantly at the periphery and the inner cen-
tral mass remained undigested, while the posterior half of the
bloodmeal in A. albimanus had been digested. These histological
differences in bloodmeal digestion between the two mosquito spe-
cies are consistent with the differences in the decline of the total
midgut protein content with increasing time pbf in A. albimanus
and A. stephensi (Fig. 2). The second notable difference between
the two mosquito species was the abundance of bacteria within
the midgut lumen. Large bacterial aggregates were observed in
all of the A. albimanus midguts examined. These bacterial aggre-
gates were located in the anterior-most, undigested region of the
bloodmeal and were usually located within the peritrophic matrix
surrounding the bloodmeal, conﬁned entirely within the endoperi-
trophic space. Bacteria were generally absent or only sparsely and
individually scattered throughout the peripheral and posterior
digested regions of the bloodmeal. In marked contrast, most of
the A. stephensi midguts examined were free of bacteria, although
small clusters were occasionally found in a few midguts (Fig. 4C).
From the histological sections and from scanning electron micros-
copy (unpublished observations), the majority of bacteria present
within the midgut lumen of A. albimanus were found to be bacilli,
cocci being only very rarely observed.served over time (h post-bloodfeeding, h pbf) in different locations within the midguts
oled from two independent experimental feeds.
A. stephensi
OCd na n Sections examined OOK PM/EPS/MVb OOK MGEc OOCd
3 1,263 38 19 2
4 1,579 129 48 31
5 1,356 36 48 60
2 672 4 3 30
2 577 18 9 53
2 516 0 1 16
18 5,963 225 128 192
x (PM), the ectoperitrophic space (EPS) or in the microvillar brush border (MV) of the
e of the PM.
Fig. 4. Histological sections illustrating the locations of Plasmodium falciparum clone 3D7A parasites observed within the midguts of Anopheles albimanus and Anopheles
stephensi. (A and B) Ookinetes located in different regions of the midgut of A. albimanus. (A) Ookinete (white arrow) within the inner, central undigested region of the
bloodmeal (uBM), surrounded by intact uninfected erythrocytes. An intra-erythrocytic asexual (schizont) stage parasite is also visible (white arrowhead). (B) One of three
ookinetes observed in A. albimanus associated with the endoperitrophic side of the peritrophic matrix (PM). BM, bloodmeal; EPS, ectoperitrophic space; MV, microvillar brush
border of the midgut epithelium (MGE). (C–I) Malaria parasites located in different regions of the midgut of A. stephensi. (C) Ookinete (white arrow) in the transitional zone
between the inner, central uBM and the peripheral digested region of the bloodmeal (dBM). A small cluster of bacilli (bact) is located close to the ookinete. (D) Ookinete
(white arrow) within the PM. Dark arrowheads indicate EPS. (E) Ookinete (white arrow) within the ectoperitrophic space, situated between the PM and the MV of the ME. (F)
Ookinete entering the ME. The majority of the ookinete is extracellular (white arrow) within the MV of the MGE, while the anterior portion of the ookinete, which presents the
narrow, constricted ‘‘stalk-form’’ morphology, resides within the MGE (white arrowhead). Dark arrowheads indicate artifactual ‘‘blebbing’’ of the apical plasma membranes of
the midgut epithelial cells. (G) An intracellular ookinete (white arrow) located within a midgut epithelial cell (PC) that protrudes into the midgut lumen, but which is
otherwise morphologically normal. White arrowheads delineate the PC. (H) An apparently intercellular ookinete (white arrow) located between morphologically normal
midgut epithelial cells, but in close proximity to a ﬂaccid and abnormally dark staining midgut epithelial cell (DC), through which the ookinete is presumed to have migrated
intracellularly prior to attaining its intercellular location. The ookinete is apparently situated where three adjacent midgut epithelial cells converge (dark arrowhead). White
lines indicate artifactual creases in the histological section. (I) Oocyst (white arrow) on the basal surface of the MGE, located immediately above the lateral plasma
membranes of the underlying midgut epithelial cells (white arrowheads). One of the underlying PC appears morphologically normal, but protrudes slightly from the plane of
the MGE into the midgut lumen. All images are 1000 magniﬁcation.
254 L.A. Baton, L.C. Ranford-Cartwright / International Journal for Parasitology 42 (2012) 249–2583.4. Estimation of ookinete mortality rates within different midgut
compartments
Combining the data from the different experimental feeds re-
ported above, ookinete and oocyst mortality rates within differentcompartments of the midgut were calculated for the P. falciparum
clone 3D7A in A. albimanus and A. stephensi (Fig. 5). In A. albimanus,
less than 1% of ookinetes forming within the bloodmeal attained
the peritrophic matrix, while none survived to enter the ectoperi-
trophic space, indicating that all ookinetes forming within the
Fig. 5. Estimates of Plasmodium falciparum clone 3D7A survival in different midgut
compartments of Anopheles albimanus and Anopheles stephensi during the ookinete-
to-oocyst transition. The bar chart illustrates the percentage of ookinetes per
mosquito that develop within the bloodmeal (BM), which subsequently migrate to
different midgut compartments and transform into oocysts. These estimates of
ookinete/oocyst survival were derived from the data presented in Figs. 1 and 3, and
Tables 1–3. Ookinetes BM, ookinetes within the bloodmeal; ookinetes PM,
ookinetes associated with the peritrophic matrix; ookinetes ME, ookinetes associ-
ated with the midgut epithelium (not including extracellular ookinetes within the
microvillar brush border); oocysts (d2), oocysts 2 days post-bloodfeeding; and
oocysts (d10), oocysts 10 days post-bloodfeeding.
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stephensi, approximately 72.1% of all ookinetes forming within the
bloodmeal were lost within the endoperitrophic space and failed to
attain the peritrophic matrix; 8.6% were lost between penetration
of the peritrophic matrix and entry into the midgut epithelium;
and 8.0% were lost during invasion of the midgut epithelium. The
remaining 11.2% of all ookinetes forming within the bloodmeal
successfully transformed into oocysts on the basal surface of the
midgut epithelium (Fig. 5). The inferred mortality of ookinetes dur-
ing invasion of the midgut epithelium (approximately 40%) is
quantitatively proportional to the previously reported number of
morphologically-abnormal midgut epithelial cells not associated
with detectable malaria parasites, consistent with the loss of these
malaria parasites through lysis during or after invasion of midgut
epithelial cells (Baton and Ranford-Cartwright, 2004).Fig. 6. Comparison of the viability of the three developmental stages (A–C) of Plasmodium
and Anopheles stephensi. Values shown are arithmetic means of the proportions of pr
conﬁdence intervals. For each mosquito species, midguts from 12 individuals were assay
parasites were counted per midgut or, for later time points when parasite numbers declin
experimental feeds. The shaded area indicates time points that differed signiﬁcantly bet3.5. Malaria parasite viability within the bloodmeal
In order to further characterise the causes of P. falciparum clone
3D7A loss within A. albimanus and A. stephensi, the viability of the
three different malaria parasite developmental stages present
within the midgut lumen were compared using vital staining in
three independent experimental feeds (Fig. 6). Within approxi-
mately the ﬁrst 24 h pbf, the majority of round forms, and imma-
ture retort-form and mature ookinetes were negative for PI in
both mosquito species, implying that most of these malaria para-
site stages were viable during this period. Furthermore, the propor-
tion of PI-positive parasites did not differ signiﬁcantly between the
two mosquito species during this time (Fig. 6). However from
approximately 24 h pbf onwards, the proportion of malaria para-
sites positive for PI was signiﬁcantly higher in A. albimanus than
A. stephensi for each of the three different developmental stages
(Fig. 6), indicating reduced viability of these malaria parasite stages
in the midgut lumen of A. albimanus during this period.4. Discussion
The central American mosquito vector A. albimanus is generally
refractory to oocyst infection with allopatric isolates of the human
malaria parasite P. falciparum (Boyd et al., 1938; Boyd and Jobbins,
1940; Eyles and Young, 1950; Jeffery et al., 1950), but the mecha-
nism of refractoriness to this malaria parasite species is unknown.
In the current study, we investigated the infectivity of P. falciparum
clone 3D7A to laboratory-reared A. albimanus Panama strain and
found that ookinetes failed to migrate from the bloodmeal and
invade the midgut epithelium, and were apparently destroyed
within the endoperitrophic space before the peritrophic matrix
was attained, during the period of ookinete invasion of the midgut
epithelium in simultaneously-fed and susceptible A. stephensi.
Almost all (>99%) of the ookinetes forming within the bloodmeal
of A. albimanus failed to reach the peritrophic matrix, while signif-
icant numbers of ookinetes (>72%) were also lost in A. stephensi de-
spite the relatively high susceptibility of the latter mosquito
species to malaria oocyst infection. In contrast, both the peritroph-
ic matrix (Omar, 1968b; Meis and Ponnudurai, 1987; Ponnudurai
et al., 1988) and the midgut epithelium (Vaughan et al., 1994a;
Shahabuddin et al., 1995; Kaplan et al., 2001) have previously been
suggested to be the major sites of attrition in malaria parasite den-
sities during infection of the mosquito. We observed no accumula-
tion of ookinetes at the peritrophic matrix in either A. albimanus orfalciparum clone 3D7A occurring within the midgut lumens of Anopheles albimanus
opidium iodide (PI)-negative (viable) malaria parasites and their associated 95%
ed for each time point (h post-bloodfeeding). For each developmental stage, 50–100
ed, as many parasites as were present. The data are pooled from three independent
ween the two mosquito species (t test, P < 0.05).
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3D7A infection. However, attempts to conﬁrm this conclusion by
disrupting the peritrophic matrix via addition of exogenous
chitinase to the infectious gametocyte-containing bloodmeal as
previously reported (Shahabuddin et al., 1993, 1995; Villalon
et al., 2003) were unsuccessful: the peritrophic matrix seemingly
remained intact, and there was no effect on the level of P. falcipa-
rum 3D7A oocyst infection in either mosquito species (data not
shown). Overall, our observations suggest that the midgut lumen,
rather than either the peritrophic matrix or the midgut epithelium,
is the major barrier to P. falciparum clone 3D7A infection of A.
albimanus. A number of different factors might reduce ookinete
densities within the midgut lumen of both A. albimanus and A. step-
hensi, including midgut digestive proteases, any microbial ﬂora
within the midgut lumen and mosquito immune responses.
Digestive proteases secreted from the midgut epithelium fol-
lowing bloodmeal ingestion can cause ookinete destruction (Gass,
1977, 1979; Gass and Yeates, 1979; Yeates and Steiger, 1981). In
our studies, bloodmeal digestion was completed more rapidly in
A. albimanus than A. stephensi, and the parallel decline in round
form densities and total protein content per midgut suggest that
at least the loss of these malaria parasite stages is related to differ-
ences in the rate of bloodmeal digestion between the twomosquito
species. Omar (1968b) made similar observations, arguing that
differences in the intensity of bloodmeal digestion explained the
differential susceptibility of A. albimanus and A. stephensi to P. cyno-
molgi bastianellii. However, absolute levels of digestive protease
activity in A. albimanus, Anopheles freeborni and Anopheles gambiae
did not correlate with differences in susceptibility to infection with
P. falciparum isolate NF54 (Chege et al., 1996; Chege and Beier,
1998), while the absolute peak activity levels of the digestive en-
zymes, trypsin and chymotrypsin, were found to be similar in A.
albimanus and A. stephensi (Hörler and Briegel, 1995). The peak
digestive protease levels were, however, attained earlier in A.
albimanus than A. stephensi (14 versus 30, and 20 versus 36, h
pbf, respectively, for trypsin and chymotrypsin) (Hörler and
Briegel, 1995), and it is possible that temporal differences in peak
digestive protease activity between A. albimanus and A. stephensi
are responsible for the increased loss of ookinetes in A. albimanus.
The microbial ﬂora present within the mosquito midgut lumen
can inhibit the development of oocyst infection in mosquitoes
(Micks and Ferguson, 1961; Pumpuni et al., 1993, 1996; Beier
et al., 1994; Luckhart et al., 1998; Gonzalez-Ceron et al., 2003; Fris-
chknecht et al., 2006). The marked difference we observed in the
number of bacteria in the midgut lumens of A. albimanus and A.
stephensi might, therefore, account for the differences in P. falcipa-
rum clone 3D7A oocyst infection between these two mosquito spe-
cies. However, addition of the antibiotic gentamicin to the
mosquito’s sugar solution prior to bloodfeeding as previously re-
ported (Beier et al., 1994; Luckhart et al., 1998; Frischknecht
et al., 2006), had no effect on the level of oocyst infection in either
mosquito species (data not shown). Furthermore, we have found
that other clones of P. falciparum derived from central and South
American isolates are capable of establishing oocyst infections in
our A. albimanus colony (data not shown). Taken together, these
observations suggest that the bacteria present in the midgut lumen
of A. albimanus are not responsible for the refractoriness of this
mosquito species to infection with the P. falciparum clone 3D7A.
In laboratory systems, mosquito immune responses are an
important determinant of Plasmodium infection after ookinete
invasion of the midgut epithelium (reviewed in Christophides
et al., 2004; Baton et al., 2008). However, whether such mosquito
immune responses are also active in the midgut lumen and can
act as anti-parasitic effectors within the endoperitrophic space is
not currently known. An increasing number of studies indicate that
microbial ﬂora in the mosquito midgut lumen can trigger anti-bacterial immune responses capable of limiting malaria parasite
infection (Luckhart et al., 1998; Molina-Cruz et al., 2008; Meister
et al., 2009; Kumar et al., 2010), but the effect (if any) of such
immune responses on ookinetes within the midgut lumen has
not been determined. A trypanolytic midgut glycoprotein has been
isolated from A. albimanus, but its effect on malaria parasites has
not been investigated (Nok et al., 2002).
Numerous previous studies have investigated the population
dynamics of malaria parasite development within the mosquito
by comparing the mortality between different parasite life cycle
stages (reviewed in Vaughan, 2007). We believe that our study pro-
vides the ﬁrst estimates of the proportion of ookinetes forming
within the bloodmeal that attain the peritrophic matrix, subse-
quently reach the ectoperitrophic space and the microvillar brush
border of the midgut epithelium, and then succeed in completing
invasion across the midgut epithelium, enabling quantitative esti-
mates of ookinete mortality in all of the different compartments of
the mosquito midgut. Distinct losses of ookinetes occur within
both the endo- and ectoperitrophic spaces of the midgut lumen,
as well as within the midgut epithelium. Signiﬁcantly, survival of
P. falciparum clone 3D7A ookinetes during invasion of the A. step-
hensi midgut epithelium was relatively high (approximately 60%).
Our observations and those of others reporting loss of ookinetes
within the endoperitrophic space (Huff, 1934; Omar, 1968b; Sluit-
ers et al., 1986; Al-Olayan et al., 2002; Gonzalez-Ceron et al., 2007)
have potentially signiﬁcant implications for transmission-blocking
control strategies which currently consider ookinete invasion of
the midgut epithelium as the ‘‘weakest link’’ in malaria parasite
development within the mosquito vector because parasite densi-
ties are lowest during this period (e.g. Christophides, 2005). The
greater mortality of ookinetes within the midgut lumen observed
here, especially within the endoperitrophic space, together with
the relatively high efﬁciency of ookinete invasion of the midgut
epithelium, suggests that it may be more appropriate to target
ookinetes located within midgut lumen as these are apparently
more vulnerable. The location of ookinete losses within the midgut
of naturally-infected mosquitoes has not been reported and the
efﬁciency of the ookinete-to-oocyst transitions of laboratory
strains of P. falciparummay be signiﬁcantly different from ﬁeld iso-
lates (Vaughan, 2007). However, the overall ookinete-to-oocyst
transition of the P. falciparum clone 3D7A in A. stephensi is only
marginally less efﬁcient (11% parasite survival) than that reported
for ﬁeld isolates of P. falciparum in laboratory-reared A. gambiae
(16–84% of the ookinetes forming within the bloodmeal success-
fully transform into oocysts) (Gouagna et al., 1998, 2004a,b; Okech
et al., 2004a,b).
Gupta et al. (2009) recently reported the characterisation in A.
gambiae of a ‘‘late phase’’ anti-plasmodial immune response acting
during oocyst development, concluding that oocysts are neither
‘‘hidden’’ nor unaffected by the mosquito’s immune system. In con-
trast, there was no evidence of P. falciparum oocyst mortality in A.
stephensi, indicating that anti-plasmodial immune responses, if
active, have no effect on parasite survival in our experimental
system. Other studies using ﬁeld isolates of P. falciparum have
observed only low levels of oocyst mortality (2.7–16.7%) in A. gam-
biae (Gouagna et al., 1998, 1999, 2004a), while very high levels of
oocyst mortality have been reported in ﬁeld-collected Anopheles
arabiensis (81.5%) (Awono-Ambene and Robert, 1998). Together
with other studies describing inhibited oocyst development
(Hunninen, 1953; Weathersby and McCroddan, 1982; Gonzalez-
Ceron et al., 2001; Grieco et al., 2005), the importance (if any) of
mosquito immune responses against oocysts is likely to vary con-
siderably between different malaria parasite-mosquito vector
combinations.
In summary, we have identiﬁed the endoperitrophic space as
the site of A. albimanus refractoriness to infection with P. falciparum
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losses in the highly susceptible A. stephensi. Ookinete loss within
the endoperitrophic space may be a general phenomenon, which
also accounts for the refractoriness of A. albimanus to other non-
human primate and rodent malaria parasite species (Omar,
1968b; Bafort, 1971; Nayar and Young, 1984; Vaughan et al.,
1991, 1994a; Frischknecht et al., 2006). These ﬁndings highlight
the importance of events within the endoperitrophic space as
determinants of ookinete infection of the mosquito. Recent studies
of malaria-mosquito interactions have understandably focused on
ookinete invasion of the midgut epithelium while the endoperi-
trophic space, perhaps due to the considerable experimental
challenges confronting in situ investigation of this midgut com-
partment, has been neglected and its potential importance over-
looked. Research priorities for future studies should be to
determine the mechanism(s) of ookinete loss within the endoperi-
trophic space in both susceptible and refractory mosquito species,
and to estimate the contribution of different midgut compartments
to ookinete losses that occur in the ﬁeld.
Acknowledgements
Fiona McMonagle, Elizabeth Peat and Keith Scott gave assis-
tance with maintaining the A. stephensimosquito colony and prep-
aration of media required for malaria parasite culture. Patricia
Aiyenuro, London School of Hygiene and Tropical Medicine, UK,
kindly provided A. albimanus eggs. Drs Will Roeffen and the late
Anton Lensen, Department of Medical Microbiology, University of
Medical Center St. Radboud, Nijmegen, The Netherlands, kindly
provided the FITC-conjugated anti-Pfs25 mAb 32F71. Profs Mike
Turner, John Kusel and Mike Barrett allowed the use of their epi-
ﬂuorescence microscopes. Dr. Laurence Tetley, Eoin Robertson
and Margaret Mullin gave advice and assistance with preparation
of the histological sections and scanning electron microscopy. Dr.
Peterkin and staff at the Glasgow and West of Scotland Blood
Transfusion Service, Scottish National Blood Transfusion Service,
provided human blood and serum. This research was supported
by the Royal Society, UK [22065] and the Wellcome Trust, UK
[078749]. L.A.B. was supported by a scholarship from the Univer-
sity of Glasgow and a Wellcome Trust VIP Award [078596]. Work
in the Ranford-Cartwright laboratory is supported by the European
Union/FP7 (MALSIG, TM-REST, EviMalaR). The Wellcome Trust
Centre for Molecular Parasitology is supported by core funding
from the Wellcome Trust [085349].
References
Al-Olayan, E.M., Williams, G.T., Hurd, H., 2002. Apoptosis in the malaria protozoan,
Plasmodium berghei: a possible mechanism for limiting intensity of infection in
the mosquito. Int. J. Parasitol. 32, 1133–1143.
Awono-Ambene, H.P., Robert, V., 1998. Estimation of Plasmodium falciparum oocyst
survival in Anopheles arabiensis. Ann. Trop. Med. Parasitol. 92, 889–890.
Bafort, J.M., 1971. The biology of rodent malaria with particular reference to
Plasmodium vinckei vinckei Rodhain 1952. Ann. Soc. belge Méd. trop. 51, 5–203.
Baton, L.A., Ranford-Cartwright, L.C., 2004. Plasmodium falciparum ookinete invasion
of the midgut epithelium of Anopheles stephensi is consistent with the Time
Bomb model. Parasitology 129, 663–676.
Baton, L.A., Ranford-Cartwright, L.C., 2005. Spreading the seeds of million-
murdering death: metamorphoses of malaria in the mosquito. Trends
Parasitol. 21, 573–580.
Baton, L.A., Garver, L., Xi, Z., Dimopoulos, G., 2008. Functional genomics studies on
the innate immunity of disease vectors. Insect Sci. 15, 15–27.
Beier, M.S., Pumpuni, C.B., Beier, J.C., Davis, J.R., 1994. Effects of para-aminobenzoic
acid, insulin, and gentamicin on Plasmodium falciparum development in
anopheline mosquitoes (Diptera: Culicidae). J. Med. Entomol. 31, 561–565.
Boyd, M.F., Jobbins, D.M., 1940. Further observations on the comparative
susceptibility of neartic and neotropical anophelines to coindigenous strains
of Plasmodium falciparum. Am. J. Trop. Med. 20, 423–429.
Boyd, M.F., Carr, H.P., Rozeboom, L.E., 1938. On the comparative susceptibility of
certain species of neartic and neotropical anophelines to certain strains of
P.vivax and P.falciparum from the same regions. Am. J. Trop. Med. 18, 157–168.Carter, R., Ranford-Cartwright, L., Alano, P., 1993. The culture and preparation of
gametocytes of Plasmodium falciparum for immunochemical, molecular, and
mosquito infectivity studies. Methods Mol. Biol. 21, 67–88.
Chan, A.S., Rodriguez, M.H., Torres, J.A., Rodriguez, M.C., Villarreal, C., 1994.
Susceptibility of three laboratory strains of Anopheles albimanus (Diptera:
Culicidae) to coindigenous Plasmodium vivax in southern Mexico. J. Med.
Entomol. 31, 400–403.
Chege, G.M., Beier, J.C., 1994. Immunodetection of Plasmodium falciparum zygotes
and ookinetes in Anopheles bloodmeals. J. Am.Mosq. Control Assoc. 10, 419–422.
Chege, G.M., Beier, J.C., 1998. Blood acquisition and processing by three Anopheles
(Diptera: Culicidae) species with different innate susceptibilities to Plasmodium
falciparum. J. Med. Entomol. 35, 319–323.
Chege, G.M., Pumpuni, C.B., Beier, J.C., 1996. Proteolytic enzyme activity and
Plasmodium falciparum sporogonic development in three species of Anopheles
mosquitoes. J. Parasitol. 82, 11–16.
Christophides, G.K., 2005. Transgenic mosquitoes and malaria transmission. Cell
Microbiol. 7, 325–333.
Christophides, G.K., Vlachou, D., Kafatos, F.C., 2004. Comparative and functional
genomics of the innate immune system in the malaria vector Anopheles
gambiae. Immunol. Rev. 198, 127–148.
Collins, W.E., Contacos, P.G., 1980. Infection and transmission studies with
Plasmodium gonderi in the Macaca mulatta monkey. J. Parasitol. 66, 998–1002.
Collins, W.E., Contacos, P.G., Guinn, E.G., Held, J.R., 1969. Infectivity of Plasmodium
brasilianum for six species of Anopheles. J. Parasitol. 55, 685–686.
Collins, W.E., Warren, M., Galland, G.G., 1999. Studies on infections with the Berok
strain of Plasmodium cynomolgi in monkeys and mosquitoes. J. Parasitol. 85,
268–272.
Delemarre, B.J., van der Kaay, H.J., 1979. Malaria tropica op natuurlijke wijze
verkregen in Nederland. Ned. Tijdschr. Geneeskd. 123, 1981–1982.
Eyles, D.E., 1960. Susceptibility of Anopheles albimanus to primate and avian
malarias. Mosq. News 20, 368–371.
Eyles, D.E., Young, M.D., 1950. The comparative susceptibility of Anopheles
albimanus and Anopheles quadrimaculatus to a South Carolina strain of
Plasmodium falciparum. J. Inf. Dis. 87, 189–193.
Feldmann, A.M., Ponnudurai, T., 1989. Selection of Anopheles stephensi for
refractoriness and susceptibility to Plasmodium falciparum. Med. Vet. Entomol.
3, 41–52.
Fries, H.C.W., Lamers, M.B.A.C., Smits, M.A., Ponnudurai, T., Meuwissen, J.H.E.Th.,
1989. Characterization of epitopes on the 25 kD protein of the macrogametes/
zygotes of Plasmodium falciparum. Parasite Immunol. 11, 31–45.
Frischknecht, F., Martin, B., Thiery, I., Bourgouin, C., Menard, R., 2006. Using green
ﬂuorescent malaria parasites to screen for permissive vector mosquitoes. Malar.
J. 5, 23.
Gass, R.F., 1977. Inﬂuences of blood digestion on the development of Plasmodium
gallinaceum (Brumpt) in the midgut of Aedes aegypti (L.). Acta Trop. 34, 127–140.
Gass, R.F., 1979. The ultrastructure of cultured Plasmodium gallinaceum ookinetes: a
comparison of intact stages with forms damaged by extracts from blood fed,
susceptible Aedes aegypti. Acta Trop. 36, 323–334.
Gass, R.F., Yeates, R.A., 1979. In vitro damage of cultured ookinetes of Plasmodium
gallinaceum by digestive proteinases from susceptible Aedes aegypti. Acta Trop.
36, 243–252.
Gonzalez-Ceron, L., Rodriguez, M.H., Nettel, J.C., Villarreal, C., Kain, K.C., Hernandez,
J.E., 1999. Differential susceptibilities of Anopheles albimanus and Anopheles
pseudopunctipennis to infections with coindigenous Plasmodium vivax variants
VK210 and VK247 in southern Mexico. Infect. Immun. 67, 410–412.
Gonzalez-Ceron, L., Rodriguez, M.H., Santillan, F.V., Hernandez, J.E., Wirtz, R.A.,
2000. Susceptibility of three laboratory strains of Anopheles albimanus (Diptera:
Culicidae) to coindigenous Plasmodium vivax circumsporozoite protein
phenotypes in Southern Mexico. J. Med. Entomol. 37, 331–334.
Gonzalez-Ceron, L., Rodriguez, M.H., Santillan, F., Chavez, B., Nettel, J.A.,
Hernandez-Avila, J.E., Kain, K.C., 2001. Plasmodium vivax: ookinete
destruction and oocyst development arrest are responsible for Anopheles
albimanus resistance to circumsporozoite phenotype VK247 parasites. Exp.
Parasitol. 98, 152–161.
Gonzalez-Ceron, L., Santillan, F., Rodriguez, M.H., Mendez, D., Hernandez-Avila, J.E.,
2003. Bacteria in midguts of ﬁeld-collected Anopheles albimanus block
Plasmodium vivax sporogonic development. J. Med. Entomol. 40, 371–374.
Gonzalez-Ceron, L., Rodriguez, M.H., Chavez-Munguia, B., Santillan, F., Nettel, J.A.,
Hernandez-Avila, J.E., 2007. Plasmodium vivax: impaired escape of Vk210
phenotype ookinetes from the midgut blood bolus of Anopheles
pseudopunctipennis. Exp. Parasitol. 115, 59–67.
Gouagna, L.C., Mulder, B., Noubissi, E., Tchuinkam, T., Verhave, J.P., Boudin, C., 1998.
The early sporogonic cycle of Plasmodium falciparum in laboratory-infected
Anopheles gambiae: an estimation of parasite efﬁcacy. Trop. Med. Int. Health 3,
21–28.
Gouagna, L.C., Bonnet, S., Gounoue, R., Tchuinkam, T., Safeukui, I., Verhave, J.P., Eling,
W., Boudin, C., 1999. The use of anti-Pfs 25 monoclonal antibody for early
determination of Plasmodium falciparum oocyst infections in Anopheles gambiae:
comparison with the current technique of direct microscopic diagnosis. Exp.
Parasitol. 92, 209–214.
Gouagna, L.C., Bonnet, S., Gounoue, R., Verhave, J.P., Eling, W., Sauerwein, R., Boudin,
C., 2004a. Stage-speciﬁc effects of host plasma factors on the early sporogony of
autologous Plasmodium falciparum isolates within Anopheles gambiae. Trop.
Med. Int. Health 9, 937–948.
Gouagna, L.C., Ferguson, H.M., Okech, B.A., Killeen, G.F., Kabiru, E.W., Beier, J.C.,
Githure, J.I., Yan, G., 2004b. Plasmodium falciparum malaria disease
258 L.A. Baton, L.C. Ranford-Cartwright / International Journal for Parasitology 42 (2012) 249–258manifestations in humans and transmission to Anopheles gambiae: a ﬁeld study
in Western Kenya. Parasitology 128, 235–243.
Graf, R., Raikhel, A.S., Brown, M.R., Lea, A.O., Briegel, H., 1986. Mosquito trypsin:
immunocytochemical localization in the midgut of blood-fed Aedes aegypti (L.).
Cell Tissue Res. 245, 19–27.
Grieco, J.P., Achee, N.L., Roberts, D.R., Andre, R.G., 2005. Comparative susceptibility
of three species of Anopheles from Belize, Central America, to Plasmodium
falciparum (NF-54).J. Am. Mosq. Control Assoc. 21, 279–290.
Gupta, L., Molina-Cruz, A., Kumar, S., Rodrigues, J., Dixit, R., Zamora, R.E., Barillas-
Mury, C., 2009. The STAT pathway mediates late-phase immunity against
Plasmodium in the mosquito Anopheles gambiae. Cell Host. Microbe 5, 498–507.
Han, Y.S., Thompson, J., Kafatos, F.C., Barillas-Mury, C., 2000. Molecular interactions
between Anopheles stephensi midgut cells and Plasmodium berghei: the time
bomb theory of ookinete invasion of mosquitoes. EMBO J. 19, 6030–6040.
Hörler, E., Briegel, H., 1995. Proteolytic enzymes of female Anopheles: Biphasic
synthesis, regulation, and multiple feeding. Arch. Insect Biochem. Physiol. 28,
189–205.
Huff, C.G., 1934. Comparative studies on susceptible and insusceptible Culex pipiens
in relation to infections with Plasmodium cathemerium and P. relictum. Am. J.
Hyg. 19, 123–147.
Hunninen, A.V., 1953. Comparative development of Plasmodium relictum oocysts in
Anopheles quadrimaculatus, A. albimanus and Culex pipiens. J. Parasitol. 39, 28–
32.
Ifediba, T., Vanderberg, J.P., 1981. Complete in vitro maturation of Plasmodium
falciparum gametocytes. Nature 294, 364–366.
Jeffery, G.M., Eyles, D.E., Young, M.D., 1950. The comparative susceptibility of
Anopheles quadrimaculatus and two strains of Anopheles albimanus to a Panama
strain of Plasmodium falciparum. J. Nat. Mal. Soc. 9, 349–355.
Jeffery, G.M., Burgess, R.W., Eyles, D.E., 1954. Susceptibility of Anopheles
quadrimaculatus and A. albimanus to domestic and foreign strains of
Plasmodium vivax. Am. J. Trop. Med. Hyg. 3, 821–824.
Joy, D.A., Gonzalez-Ceron, L., Carlton, J.M., Gueye, A., Fay, M., McCutchan, T.F., Su,
X.Z., 2008. Local adaptation and vector-mediated population structure in
Plasmodium vivax malaria. Mol. Biol. Evol. 25, 1245–1252.
Kaplan, R.A., Zwiers, S.H., Yan, G., 2001. Plasmodium gallinaceum: ookinete
formation and proteolytic enzyme dynamics in highly refractory Aedes aegypti
populations. Exp. Parasitol. 98, 115–122.
Kumar, S., Molina-Cruz, A., Gupta, L., Rodrigues, J., Barillas-Mury, C., 2010. A
peroxidase/dual oxidase system modulates midgut epithelial immunity in
Anopheles gambiae. Science 327, 1644–1648.
Lensen, A.H.W., van Gemert, G.J.A., Bolmer, M.G., Meis, J.F.G.M., Kaslow, D.,
Meuwissen, J.H.E.Th., Ponnudurai, T., 1992. Transmission blocking antibody of
the Plasmodium falciparum zygote/ookinete surface protein Pfs25 also
inﬂuences sporozoite development. Parasite Immunol. 14, 471–479.
Li, J., Collins, W.E., Wirtz, R.A., Rathore, D., Lal, A., McCutchan, T.F., 2001. Geographic
subdivision of the range of the malaria parasite Plasmodium vivax. Emerg. Infect.
Dis. 7, 35–42.
Luckhart, S., Vodovotz, Y., Cui, L., Rosenberg, R., 1998. The mosquito Anopheles
stephensi limits malaria parasite development with inducible synthesis of nitric
oxide. Proc. Natl. Acad. Sci. USA 95, 5700–5705.
Meis, J.F., Ponnudurai, T., 1987. Ultrastructural studies on the interaction of
Plasmodium falciparum ookinetes with the midgut epithelium of Anopheles
stephensi mosquitoes. Parasitol. Res. 73, 500–506.
Meister, S., Agianian, B., Turlure, F., Relogio, A., Morlais, I., Kafatos, F.C.,
Christophides, G.K., 2009. Anopheles gambiae PGRPLC-mediated defense
against bacteria modulates infections with malaria parasites. PLoS Pathog. 5,
e1000542.
Micks, D.W., Ferguson, M.J., 1961. Microorganisms associated with mosquitoes: III.
Effect of reduction in the microbial ﬂora of Culex fatigans Wiedemann on the
susceptibility toPlasmodiumrelictumGrassi andFeletti. J. Insect Pathol.3, 244–248.
Molina-Cruz, A., DeJong, R.J., Charles, B., Gupta, L., Kumar, S., Jaramillo-Gutierrez, G.,
Barillas-Mury, C., 2008. Reactive oxygen species modulate Anopheles gambiae
immunity against bacteria and Plasmodium. J. Biol. Chem. 283, 3217–3223.
Nayar, J.K., Young, M.D., 1984. Susceptibility of Anopheles punctipennis and other
Florida mosquitoes to Plasmodium berghei. J. Parasitol. 70, 192–194.
Nok, A.J., Njoku, G.C., Balogun, E., 2002. A 45-kDa midgut glycoprotein from
Anopheles albimanus mosquito mediates the killing of trypanosomes. Cell
Biochem. Funct. 20, 257–262.
Okech, B.A., Gouagna, L.C., Kabiru, E.W., Walczak, E., Beier, J.C., Yan, G., Githure, J.I.,
2004a. Resistance of early midgut stages of natural Plasmodium falciparum
parasites to high temperatures in experimentally infected Anopheles gambiae
(Diptera: Culicidae). J. Parasitol. 90, 764–768.
Okech, B.A., Gouagna, L.C., Walczak, E., Kabiru, E.W., Beier, J.C., Yan, G., Githure, J.I.,
2004b. The development of Plasmodium falciparum in experimentally infected
Anopheles gambiae (Diptera: Culicidae) under ambient microhabitat
temperature in western Kenya. Acta Trop. 92, 99–108.
Omar, M.S., 1968a. Die Empfänglichkeit verschiedener Anopheles-Arten für den
Erreger der Affenmalaria Plasmodium cynomolgi bastianelli. Z. Tropenmed.
Parasitol. 19, 152–170.Omar, M.S., 1968b. Vergleichende Beobachtungen über die Entwicklung von
Plasmodium cynomolgi bastianellii in Anopheles stephensi und Anopheles
albimanus. Z. Tropenmed. Parasitol. 19, 370–389.
Pan American Health Organization, 1996. Biology and ecology of Anopheles
albimanus Wiedmann in Central America. Technical Paper 43, 1–52.
Ponnudurai, T., Leeuwenberg, A.D., Meuwissen, J.H., 1981. Chloroquine sensitivity of
isolates of Plasmodium falciparum adapted to in vitro culture. Trop. Geogr. Med.
33, 50–54.
Ponnudurai, T., Meuwissen, J.H., Leeuwenberg, A.D., Verhave, J.P., Lensen, A.H., 1982.
The production of mature gametocytes of Plasmodium falciparum in continuous
cultures of different isolates infective to mosquitoes. Trans. R. Soc. Trop. Med.
Hyg. 76, 242–250.
Ponnudurai, T., Billingsley, P.F., Rudin, W., 1988. Differential infectivity of
Plasmodium for mosquitoes. Parasitol. Today 4, 319–321.
Pumpuni, C.B., Beier, M.S., Nataro, J.P., Guers, L.D., Davis, J.R., 1993. Plasmodium
falciparum: inhibition of sporogonic development in Anopheles stephensi by
gram-negative bacteria. Exp. Parasitol. 77, 195–199.
Pumpuni, C.B., DeMaio, J., Kent, M., Davis, J.R., Beier, J.C., 1996. Bacterial population
dynamics in three anopheline species: the impact on Plasmodium sporogonic
development. Am. J. Trop. Med. Hyg. 54, 214–218.
Robert, V., Le Goff, G., Essong, J., Tchuinkam, T., Faas, B., Verhave, J.P., 1995.
Detection of falciparum malarial forms in naturally infected anophelines in
Cameroon using a ﬂuorescent anti-25-kD monoclonal antibody. Am. J. Trop.
Med. Hyg. 52, 366–369.
Rodriguez, M.H., Gonzalez-Ceron, L., Hernandez, J.E., Nettel, J.A., Villarreal, C., Kain,
K.C., Wirtz, R.A., 2000. Different prevalences of Plasmodium vivax phenotypes
VK210 and VK247 associated with the distribution of Anopheles albimanus and
Anopheles pseudopunctipennis in Mexico. Am. J. Trop. Med. Hyg. 62, 122–127.
Shahabuddin, M., Toyoshima, T., Aikawa, M., Kaslow, D.C., 1993. Transmission-
blocking activity of a chitinase inhibitor and activation of malarial parasite
chitinase by mosquito protease. Proc. Natl. Acad. Sci. USA 90, 4266–4270.
Shahabuddin, M., Kaidoh, T., Aikawa, M., Kaslow, D.C., 1995. Plasmodium
gallinaceum: mosquito peritrophic matrix and the parasite-vector
compatibility. Exp. Parasitol. 81, 386–393.
Sluiters, J.F., Visser, P.E., van der Kaay, H.J., 1986. The establishment of Plasmodium
berghei in mosquitoes of a refractory and a susceptible line of Anopheles
atroparvus. Z. Parasitenkd. 72, 313–322.
Teklehaimanot, A., Collins, W.E., Nguyen-Dinh, P., Campbell, C.C., Bhasin, V.K., 1987.
Characterization of Plasmodium falciparum cloned lines with respect to
gametocyte production in vitro, infectivity to Anopheles mosquitoes, and
transmission to Aotus monkeys. Trans. R. Soc. Trop. Med. Hyg. 81, 885–887.
Vaughan, J.A., 2007. Population dynamics of Plasmodium sporogony. Trends
Parasitol. 23, 63–70.
Vaughan, J.A., Narum, D., Azad, A.F., 1991. Plasmodium berghei ookinete densities in
three anopheline species. J. Parasitol. 77, 758–761.
Vaughan, J.A., Hensley, L., Beier, J.C., 1994a. Sporogonic development of Plasmodium
yoelii in ﬁve anopheline species. J. Parasitol. 80, 674–681.
Vaughan, J.A., Noden, B.H., Beier, J.C., 1994b. Sporogonic development of cultured
Plasmodium falciparum in six species of laboratory-reared Anopheles
mosquitoes. Am. J. Trop. Med. Hyg. 51, 233–243.
Vermeulen, A.N., Ponnudurai, T., Beckers, P.J.A., Verhave, J.P., Smits, M.A.,
Meuwissen, J.H.E.Th., 1985. Sequential expression of antigens on sexual
stages of Plasmodium falciparum accessible to transmission-blocking
antibodies in the mosquito. J. Exp. Med. 162, 1460–1476.
Villalon, J.M., Ghosh, A., Jacobs-Lorena, M., 2003. The peritrophic matrix limits the
rate of digestion in adult Anopheles stephensi and Aedes aegypti mosquitoes. J.
Insect Physiol. 49, 891–895.
Walliker, D., Quakyi, I.A., Wellems, T.E., McCutchan, T.F., Szarfman, A., London, W.T.,
Corcoran, L.M., Burkot, T.R., Carter, R., 1987. Genetic analysis of the human
malaria parasite Plasmodium falciparum. Science 236, 1661–1666.
Warren, M., Collins, W.E., 1981.Vector-parasite interactions and the epidemiology
of malaria. In: Canning, E.U. (Ed.), Parasitological Topics: A Presentation Volume
to P.C.C. Garnham, F.R.S. on the Occasion of his 80th birthday, 1981. The Society
of Protozoologists, Lawrence, Kansas, pp. 266–274.
Warren, M., Collins, W.E., Richardson, B.B., Skinner, J.C., 1977. Morphologic variants
of Anopheles albimanus and susceptibility to Plasmodium vivax and P. falciparum.
Am. J. Trop. Med. Hyg. 26, 607–611.
Warren, M., Collins, W.E., Richardson, B.B., Skinner, J.C., 1979. Naturally occurring
pupal phenotypes of Anopheles albimanus and their susceptibility to Plasmodium
vivax and P. falciparum. Mosq. News 39, 466–472.
Weathersby, A.B., McCroddan, D.M., 1982. The effects of parabiotic twinning of
susceptible and refractory mosquitoes on the development of Plasmodium
gallinaceum. J. Parasitol. 68, 1081–1084.
Yeates, R.A., Steiger, S., 1981. Ultrastructural damage of in vitro cultured ookinetes
of Plasmodium gallinaceum (Brumpt) by puriﬁed proteinases of susceptible
Aedes aegypti (L.). Z. Parasitenkd. 66, 93–97.
